Figure S1

Analysis of Heterozygous Sites Near the NOTCH1 5' End in Family 1
The y-axis represents quality level (log average quality level for the called allele). A value of zero denotes homozygosity. While other family members have heterozygous alleles at the deleted segment, the proband displays a run of homozygosity in this region. Aberrant NOTCH signaling due to other causes than NOTCH1 variants have also been implicated in a number of oncologic processes [13] [14] [15] [16] [17] [18] [19] [20] 
